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STRING

STRING:
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f4k: https://string-db.org/

% STRING

Protein by name

Multiple proteins

Proteins by sequences
Proteins with Values/Ranks
Protein families ("COGs")

Pathway / Process / Disease NeW

Add organism New
Organisms

Examples

Random entry

Search Download

SEARCH

Multiple Proteins by Names / Identifiers

List Of Names: (one-per-line or CSV; examples: #1 #2 #3)

I

YA

Browse ...

Homo sapiens v

... or,upload a file:
Organisms:

Advanced Settings

Help My Data
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STRING
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Protein by name
1 B
Multiple Proteins by Names / Identifiers
Proteins by sequences AD
F h\ s/Rank .
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Protein families ("COGs”)
! Dice N
Pathv F / Dis v
Vi D
dd organi N
vad a f
D
Organ D

1. ¥T7F STRINGMWuLfE, s iFMultiple proteins;
2. AIEFRAS FEECRMYBHNERSE/ZFERE,
3. IEFEMM, BEfasdsearch, IR R,




STRING
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.. as short tabular text output{ download

SV: tab separated values - can be opened in Excel

© Viewers > @ Legend > ¥ Settings > ¥ Analysis >

cape (lists only one-way edges: A-B)
Clusters > @ More @ Less

Export your current network: oﬂ Send network to Cytoscape

... as a bitmap image: download
. as a high-resolution bitmap: download
... as a vector graphic: download

as short tabular text output: downlo:

. as tabular text output: download

... as an XML summary: download
... protein node degrees: download

network coordinates: download . - - -
protein sequences: download MFA . string_interactions_short.tsv

protein annotations: download

functional annotations: download

Browse interactions in tabular form:

*nodel node2  nodel accession  node2 accession score
ACOX2 KLK8  ENSP00000307697 ENSP00000375682 0.406
ACOX2 SLC27A6 ENSPO0000307697 ENSP00000262462 0411
ACPP CRISP2  ENSP00000323036 ENSP00000484609 0.442
ACTL6A  CCNB1  ENSP00000397552 ENSP00000256442 0.443
ACTL6A  CCND1  ENSP00000397552 ENSP00000227507 0.622
ACTL6A  EZH2  ENSP00000397552 ENSP00000320147 0.454 4
ACTL6A  HELLS  ENSP00000397552 ENSP00000377601 0.423
ACTL6A  HLTF  ENSP00000397552 ENSP00000308944 0.432

ACTL6A MCM7  ENSP00000397552 ENSP00000307288
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Cytoscape

Cytoscape:
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Session: New Session - o

File Edit View Select Layout Apps Tools Help
Open... Crl+O B Enter search term ‘ -:e:- 0
Open Recent >
0D - Welcome to Cytoscape !
Save Ctrl+S . =
— Sa=ple Sessions
Save As... Ctrl+Shift+S ;-
v PE: T HIEED -
Close &% P
New Network > % /\m < - ’u:'? . o - y
2 ]
9 ndexbio.org o 4
Import > Network from NDEx... B
Export " Ffinity Purifica Import & Save Ivacaftor Coauthor Strles Demo TC6A Colorectal € Yeast Gene Intera.
. Network from Public Databases... Alt+L
Quit Ctrl+Q RAPY
£ Table from File...
s b ateriale
| b Label Table from URL... Tusaxsala
B . Label Coloz Table from Public Databases..  Al+T ... n N
12 Label Font Styles from File...
0 S <
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255 Transparency <
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S
-
£ [0 Lock nede width and height
L
wd | Node Bdge Netwerk
B command Line B9 Node Table 0D Bdge Table BB Newwork Tabl




Cytoscape

Download Cytoscape 3.10.1

/ Ri FE CytoscapeZ 3
Q ADOPTIUM Home Marketplace Documentation FAQ Projects~ Further Information ~

Java 17 will be automatically installed if not already present. If you experience diffuculty with this, manual installers for Java can be downloadg

Problems? Read this page first

Release Notes

FgmiE Open)DK
R FERN RLIAVA 234 %%—F%Z [

Nightly Dev Build

Old Versions

Java™ EHFCHRIEESIIFA. Adoptium TEEHISZISER
£, TCKIAEETRENRRAR, EEE Java £ERGHAA.
Eclipse Temurin 2 Adoptium OpenJDK £4ThRAIETR.

&, Temurin™ EFIRIER S
Windows Z2#g x64

& 3¢https://cytoscape.org/download.html , %
Cytoscape 2 30 LA LA MR AS FRITAVA IDK A

& B LTS Ri768

jdk-21.0.1+12

| THEBTANE © |
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Cytoscape
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lew Sessi

Fle Edit Vi elect Layo ools Help
i 1 Wi » b ¥ : & C ARG @ B3 Iater search term
install4j Wizard g B L QAQAQ = (D (2]
M o Crtoscape x

The install4j wizard could not find a Java(TM) Runtime CE>+| tater semreh varms fur 0 Q ke 0 ‘. .
ﬂ Environment on your system. You can locate or v A o .."#El\y q; :
download a suitable 64-bit JRE. (minimum version: P & AT

11,0, maximum version: 12) ‘ﬁ%

A
£ /
S < - | ———
client e

server

By java.exe




CytoHubba

CytoHubba, Cytoscape &L 1) —Mddi i n] IR 2 Mdh b ot ik, BF:

1. MCC (Maximum Clique Centrality, KRS 0%): RAER KBS REHOHERTH A

2. EPC (Edge Percolated Component, AZEFEHAM). FHRAEMG D EAZ G, ML IRER R JSHET .

3. MNC (Neighborhood Component Centrality, 2FIZHAHOME):  PFAR 15 57 AR AR TR g e 4

4. BNC (Biological Network Centrality, ¥ .OME): 456 2 N RIMFEIATERA VMY, T FHRAY M2 o i S8 5.
5. Bottleneck GEFH LoE): FHRF AERERE ERER.

6. EcCentricity (B0 A OE): 7 &7 s B AT S i oRPE B, B O 3R Y RAE M R BB SEia ol

7. Closeness (B2 O M) 7 0 B HARAY AP R ES

8. Betweenness (FMEH O ). i1 & 5 7E M S EE A2 IR A ER .

9. Clustering Coefficient GRERH): VHli 1 M E 2 BRI H R, 4787 U8 B AL X S5 o

10. DMNC (Maximum Neighborhood Component Centrality, & KT 00E): FHHRAE R R M b BA Ve A
11, egree (A OoE): HEATNIIE, RIS R EEAER LR EE.

12. EPC (Edge Percolated Component, B FEHM): FIHRAMGRDEDLG, W2 H AR E ) OSBETT ms

cytoHubba: identifying hub objects and sub-networks from complex interactome. BMC systems biology, 2014.
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CytoHubba

. Session: New Session

File Edit View Select Layout Tools Help
> BA ¢E

Network v

C), Enter search terms for NDEx

«§ Network

" Style

Recent Sessions

Welcome to

Install from File...

View on App Store
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Download Site: Cytoscape App Store v| 000 | Manage Sites... ]
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all apps (252) PYBiNGO 3
collections (4) ® GRNCOP2 R0 3
apps by tag # PathInsight 3.0.5
# PhageCocktail ;
# PINA4MS . B
# RINspector BINGO I
Calculates L
overrepresented GO terms o
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Cytohubbafl I8

 BA L QAQ¢ L i
oo sl = 1. 72 MI3AL % H Cytohubbas

Target Network

g mon g1er2 8 2 IEFEMT TR, — ARIEFEMCC;
Select nodes < 3 N ){_:T\ jﬁcalculate’ azl:ﬁé? E ijj éj\*ﬁ‘ o

Hubba nodes 3
O Top 10 node(s) ranked by Export

§ Network

Y Fillhd & Style

MCC a -Select nodes-
. b mde:
' = () Top node (s) ranked by ]
2 P MNC NCC v
E Degree
= EPC ~Particular nodes
BOR'QNQCR © Nodes you are interested in 1
~ EcCentricity = _— ) )
Closeness a L AL i "

Cytoscape: Calculate scores of all nodes by 11 methods. X

Calculate scores of all nodes by 11 methods.
Display options

Check the first-stage nodes
Display the shortest path
Display the expanded subnetwork Paste Reset

ok
) cytoHubba

Cancel
Submit Display options —
~ [JCheck the first—stage nodes ' 7 "
§ [[JDisplay the shortest path ¢
::; [JDisplay the expanded subnetwork
=
3 ' 111 0y PoE=y PU"Y peey
J Subuit cEE = B 2 %N @A
B Command Line Node Table v
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